AMENDMENT TO THE SPECIFICATION 

At p. 28, lines 4-15: 

The original starting codon (GIG) of the Lactobacillus casei LDH gene (GTG) (the LDH 
sequence is available at the accession no. M76708 of the GenBank Sequence Database provided 
by th e National Center of Biotoohnology NCBI Web sit e : 

http://wvvw.ncbi.nlni.nih.gov/ e ntrez/viewor.fogi?dbniuclootido&val~H 957^ , acc e ssed F e bruary 
16, 200^, reporting a sequenc e first published by Kim, S.F., Boek, SJ. and Pack, "Cloning 
and nucleotide sequ e nce of th e Lactobacillus cas e i lactat e dehydrogenas e g e n e ," Appl Environ, 
Microbiol 57 ( 8 ), 2113 2117 (1991)) is not correctly recognised by S. cerevisiae . We obtained 
plasmid pST2 and LDH sequence from Hutkins Robert, University of Nebraska, USA). pST2 is 
based on pUC19 vector (Boehringer Mannheim GmbH, Mannheim, Germany, cat. 885827) and 
contains a BamHI-Sphl LDH-cDNA fragment amplified from the L. casei 686 (Culture 
collection of the University of Nebraska). 

At p. 29, line 22 to p. 30, line 6: 

Following a classical PGR approach we also cloned the L(+) LDH genes from the 

bacteria Bacillus megaterium and Bacillus stearothermophvlus (Biol. Chem. Hoppe-Seyler, 

1987, 368:1391) (Biol. Chem. Hoppe-Seyler, 1987, 368:1 167) (the DNA sequence is also 

available at the accession nos. M22305 and Ml 9396 of the Genbank Sequence Database 

provid e d by the National C e nter of Biotochnolog)^ NCBI Web site: 

http://\wvw.ncbi.nlm.nih.gov/entr e 2/vi e w e r.fcgi?db~nuclootido&val~l 13135 and 

http://www.nobi.nlm.nih.gov/ontroz/vio>ver.fogi?db~nuolootido&val""113137, acc e ss e d February 

16, 2001, reporting s e qu e nc e s first publish e d by Weber, Zubor, and cowork e rs in Biol. Ch e m. 
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Hoppo S e yl e r, supra.) in expression vectors for yeasts S. cerevisiae (i.e., pBME2 and pBST2, 
respectively-^ see below). 

At p. 32, line 25 to p. 33, line 8: 

The DNA sequence of JENl (the DNA sequence is available at the accession no. U24155 
of the Genbank Sequence Database provided by the National C e nt e r of Biotechnology NCBI 
W e b sit e : http://w>vw.nobi.nlni.nih.gov/ontroz/viow e r.fogi?db""nucleotide&val^7 8 0 8 01, 
acc e ss e d F e bruary 16, 200^, reporting a sequenc e first published by E.S. Davis, b e low) , 
encoding for the lactate transporter of S. cerevisiae (Davis E.S., Thesis, 1994-Laboratory of 
Eukaryotic Gene Expression, Advanced Bioscience Laboratories) (Davis, E.S. et al., Proc. Natl. 
Acad. Sci. U.S.A. 89 (23), 1 1 169, 1992) (Andre, B. Yeast (1 1), 1575, 1995), has been obtained 
from E.S. Davis (University of Maryland, USA). The JENl coding sequence has been amplified 
by classical PGR approach described throughout the text and cloned into the pasmid pYX022 
(see above). On the integrative plasmid, JENl overexpression is under the control of the TPI 
promoter. 

At p. 40, line 15 to p. 41, line 4: 

A double deletant strain KlpdclA/KlpdalA was selected fi'om the haploid segregant 

population of a diploid strain obtained by crossing strain MW341-5/A^7/7<ic7A (MATa, lac4'8, 

leu2, lysAl'l, uroAl-l, Klpdcl::URA3; obtained as previously described in Bianchi et. al, 1996, 

Mol. Microbiol. 19 (1), 27-36, Destruelle et al., submitted) with strain CBS2359/KlpdalA 

(MATa, URA3'48, Klpdal::Tn5BLE) Deletion of the PDAl gene, encoding for the pyruvate 

dehydrogenase complex El -alpha subunit (EC. 1.2.4.1) (the DNA sequence has been obtained by 
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Steensma H.Y.; Faculty of Mathematics and Natural Sciences, Clusius Laboratory, Leiden, The 
Netherlands- the DNA sequence is also available at the accession no. AF023920 of the Genbank 
Sequence Database provid e d by tho National C e nt e r of Biotoohnology NCBI W e b sit e : 
http://vvwvv.ncbi.nlm.nih.gov/ e ntroz/vi e vvor.fcgi?db~nucleotido&val"""25 5 8 902, acc e ss e d 
F e bruary 16, 200^, reporting a ooquonoe first publish e d by Z ee man, A.M., Luttik, M.A., Thiolo, 
C, van Dijk e n, J.P., Pronlc, J.T. and Steensma, H.Y., ''Inactivation of th e Kluy\^ e romyces lactis 
KlPDAl g e n e l e ads to loss of pyruvat e dehydrogenas e aoti\dty, impairs growth on glucos e and 
trigg e rs a e robic alcohoUc fermentation," Microbiology 11^ (Pt 12), 3137 3116 (199 8 )) , in the 
yeast strain CBS2359 has been obtained foUovsdng the classical PGR approach and yeast 
transformation described throughout the text. We used the marker TnSBle (Gatignol et al.. Gene, 
91 :35, 1990) conferring phleomycin resistance, as a marker of the integration. 
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